. Carbon and oxygen isotope ratios for all individual samples from the Barranco de la Cañada section that passed screening for diagenesis. The data points are coded to indicate the genera that were sampled for isotope analyses at each sampling level. Abbreviations: "Biv" = Bivalve, "Brach" = Brachiopod. For further information, see caption of Supplementary Fig. S3 . Figure S2 . Mean within-species shell size of common species that occur at at least three levels and with at least three specimens per sample at Barranco de la Cañada. The vertical lines denote interquartile size ranges. The horizontal dashed line represents the global mean of the individual species' mean shell size. Species are accordingly classified as smaller-(grey bars) and larger-sized (white bars). Abbreviations: "Biv" = Bivalve, "Brach" = Brachiopod. Figure S3 . Relative abundance, expressed as percentage, of larger-sized species by sample for the brachiopod subcommunity, plotted next to the mean shell size of the brachiopod subcommunity and δ 18 O isotope values (both from Fig. 3 ). The temperature change ΔT is relative to the lowermost value recorded in the profile and is calculated with the equation from ref. [1] . The grey shading represents the TOAE. Abbreviations: Falcif. = Falciferum; Mid.
To. = Middle Toarcian; Pa. = Paltum; Semicelat. = Semicelatum; Sublevi. = Sublevisoni;
Tenuicostat. = Tenuicostatum. autocorrelation at lag = 3 in bivalves is small enough that it can be ignored. The results for the percentage of larger-sized individuals for each of the three analyzed groups are given for the model before differencing.
